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Abstract: Peptide-based probes that fluoresce upon proteolytic
cleavage are invaluable tools for monitoring protease activity.
The read-out of protease activity through pyrene excimer
signaling would be a valuable asset because the large Stokes
shift and the long lifetime of the excimer emission facilitate
measurements in autofluorescent media such as blood serum.
However, proteolytic cleavage abolishes rather than installs the
proximity relationships required for excimer signaling. Herein,
we introduce a new probe architecture to enable the switching
on of pyrene excimer emission upon proteolytic scission. The
method relies on hairpin-structured peptide nucleic acid
(PNA)/peptide hybrids with pyrene units and anthraquinone-
based quencher residues positioned in a zipper-like
arrangement within the PNA stem. The excimer
hairpin peptide beacons afforded up to a 50-fold
enhancement of the pyrene excimer emission. Time-
resolved measurements allowed the detection of
matrix metalloprotease 7 in human blood serum.

Stimuli-responsive fluorescent probes enable the
detection of biomolecules in complex native envi-
ronments.[1] The design of such probes usually relies
on two distinct approaches: 1) the use of environ-
mentally sensitive fluorescent dyes or 2) the pertur-
bation of energy/electron transfer upon changes in
the distance between two or more interacting dyes.[2]

Pyrene has frequently been applied in both
approaches.[3] The distance-dependent formation of
excimers is particularly useful. In a commonly
applied format, the targeted biomolecular interac-
tions are used to bring two pyrene units into the
necessary proximity required for the formation of
the excited-state dimers (= excimer). Pyrene exci-
mer emission provides large Stokes shifts
(ca. 140 nm) and long fluorescence lifetimes (40–
60 ns), which facilitate measurements when the
background resulting from the autofluorescence of
biological species is high. The advantages of pyrene
excimer signaling have been exploited for the

detection/imaging of nucleic acid targets[3c,4] and in membrane
biophysics/bioimaging.[5]

Applications of pyrene excimer signaling in the field of
protein detection/imaging are rare.[3b, 6] The majority of
fluorescent probes applied in the protein sciences are directed
against proteases, which are amongst the most frequently
addressed drug targets.[7] Proteases catalyze the cleavage of
peptide bonds and, therefore, abrogate rather than install
proximity relationships. By contrast, excimer signaling
requires proximity, which probably explains why this mech-
anism of signaling has not yet been considered in the design of
protease reporters.

Herein, we introduce a conceptually new and seemingly
counterintuitive approach which enables the pyrene excimer
emission to be switched on upon protease-catalyzed scission
of a peptide substrate (Figure 1). The method relies on
hairpin-shaped peptide nucleic acid (PNA)/peptide hybrids.[8]

A peptide segment that serves as the protease substrate is
equipped with self-complementary PNA arms. The formed
PNA duplex leads to a hairpin-type arrangement, in which
suitably appended labels are forced into proximity (Fig-
ure 1a). We took inspiration from studies on DNA-based

Figure 1. a) Cleavage of the excimer-signaling hairpin peptide beacon (eHPB) by
the protein of interest = MMP-7 (PDB: 1MMQ) and structures of PNA monomers.
b) Sequences used in this study; small letter = PNA monomer; capital letter=
amino acid; P, Q, S= modified PNA monomers, Ahex= aminohexanoic acid.

[*] M. Fischbach, Prof. Dr. O. Seitz
Humboldt-Universit�t zu Berlin, Institut f�r Chemie
Brook-Taylor-Strasse 2, 12489 Berlin (Germany)
E-mail: oliver.seitz@chemie.hu-berlin.de

Dr. U. Resch-Genger
Federal Institute for Materials Research and Testing
Richard-Willst�tter-Strasse 11, 12489 Berlin (Germany)

[**] We thank Dr. Daniel Geißler, Federal Institute for Materials Research
and Testing, for support in the time-resolved measurements.

Supporting information for this article is available on the WWW
under http://dx.doi.org/10.1002/anie.201406909.

Angewandte
Chemie

11955Angew. Chem. Int. Ed. 2014, 53, 11955 –11959 � 2014 Wiley-VCH Verlag GmbH & Co. KGaA, Weinheim

http://dx.doi.org/10.1002/anie.201406909


hybridization probes and incorporated two pyrene units into
the helical base stack of the N-terminal PNA arm.[9] We
assumed that an anthraquinone unit at an appropriate
position in the C-terminal arm would quench the pyrene
emission and disrupt excitonic interactions.[10] Proteolytic
cleavage within the peptide segment should remove the
entropic advantage provided by intramolecular hybridization
and, thereby, induce dissociation of the PNA-PNA duplex
stem. The accompanying withdrawal of the anthraquinone
disruptor should enable the formation of pyrene excimers,
which would report peptide cleavage through a characteristic
emission signal.

The pyrene and anthraquinone units were introduced as
base surrogates (Figure 1a).[10, 11] We expected that this would
facilitate coaxial stacking interactions, which on the one hand
should assist hairpin formation and on the other hand foster
the contact quenching of pyrene emission. As proof-of-
concept, we chose to develop a probe that signals the presence
of the extracellular matrix metalloproteinase 7 (MMP-7).[12]

MMPs are zinc-dependent endopeptidases and important
biomarkers for inflammation and tumor progression.[13]

Elevated levels of MMP-7 have been found, amongst others,
in colorectal cancers and adenomas as well as in rectal and
hepatocellular carcinomas and in various gliomas. Our probes
contain the peptide RPLALWRS, which is known to be
a substrate for MMP-7 (Figure 1 b).[14] Solid-phase synthesis
was used to equip this peptide with PNA arms. Each PNA arm
contained five nucleobases for base pairing. The pyrene and
anthraquinone units were introduced by means of amino-
ethylglycine-based PNA submonomers, followed by coupling
of the chromophores on a solid support.

We examined whether the pyrene and anthraquinone
units introduced at internal positions of probe eHPB1 support
PNA-PNA interactions. Fluorometrically detected melt
experiments at different concentrations showed a sigmoidal
profile (TM = 44 8C), indicative of intramolecular PNA-PNA
hybridization (see Figure S9a in the Supporting Information).
We next measured the emission spectra of eHPB1 at 25 8C
(Figure 2a). In the closed state, the monomer and excimer
emission was low. Incubation with MMP-7 resulted in a 48-
fold enhancement of the excimer emission at l = 480 nm,
which suggests that the enzyme was able to open the hairpin-
type structure. Indeed, HPLC analysis of the probe before
and after incubation with MMP-7 confirmed the quantitative
cleavage of the Ala-Leu peptide bond (Figure 2b, see also
Figure S11 in the Supporting Information). Melting experi-
ments with the cleavage products confirmed that intermolec-
ular hybridization after the cleavage is inefficient (see Fig-
ure S12 in the Supporting Information). Kinetic measure-
ments showed the time-dependent increase in the excimer
signaling, which was absent when MMP-7 was omitted
(Figure 2c). For comparison, the peptide PB1 was studied.
This probe also contained two pyrene units and an anthra-
quinone quencher, but lacked the C- and N-terminal PNA
arms required for hairpin formation. In this case, the emission
intensity at l = 480 nm remained virtually unchanged, thus
highlighting the importance of the hairpin design (Fig-
ure 2a,c).

Kinetic measurements demonstrated that cleavage of
eHPB1 occurred at a useful rate. However, faster reactions
would be desirable. An aminohexanoic acid (Ahex) linker
was inserted between the peptide and PNA segments in
eHPB2. This modification was intended to increase the
flexibility of the peptide part, whereby access of MMP-7
should be improved. Indeed, the cleavage rate was improved
(t1=2

= 61 min; Table 1 and Figure 3a), however, at the cost of
fluorescence enhancement (F/F0(eHPB2) = 18 versus F/F0-
(eHPB1) = 48). Concentration-dependent melting experi-
ments suggested that eHPB2 does not adopt a hairpin

Figure 2. a) Emission spectra of eHPB1 and PB1 at 25 8C with (c)
and without (a) MMP-7. b) HPLC traces of eHPB1 at l = 260 nm.
c) Time courses of the fluorescence signal at l = 480 nm of eHPB1
and PB1 at 37 8C with and without MMP-7. Insert: amplified view.
Conditions: 10 mm HEPES, 150 mm NaCl, 5 mm CaCl2, 0.05 w/v %
CHAPS, pH 7.4; 1 mm probe, 25 nm MMP-7, lex = 340 nm. HEPES =4-
(2-hydroxyethyl)-1-piperazineethanesulfonic acid, CHAPS= 3-[(3-chol-
amidopropyl)dimethylammonio]-1-propanesulfonate.

Table 1: Properties of excimer-signaling hairpin peptide beacons used in
this study.

Probe TM
[a] F0

[b] t1/2
[c] F/F0

[d]

eHPB1 44 408 103 48
eHPB2 /[e] 1477 61 18
eHPB3 50 328 32 29
eHPB4 51 252 24 49

[a] Melting temperature of intramolecular hybridization in 8C. [b] Back-
ground signal (relative fluorescence intensity) of the probe at l = 480 nm
and 25 8C. [c] Time of half maximal cleavage in minutes. [d] Ratio of the
relative fluorescence intensities at l480 nm measured after (F) and
before (F0) probe cleavage as a measure for the cleavage-induced
fluorescence enhancement, 25 8C. [e] This probe shows ambiguous
melting curves (see Figure S9b in the Supporting Information). Con-
ditions: 10 mm HEPES, 150 mm NaCl, 5 mm CaCl2, 0.05 w/v % CHAPS,
pH 7.4, 1 mm probe, 25 nm MMP-7, lex = 340 nm.
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structure (see Figure S9b in the Supporting Information). The
three aspartate residues in eHPB3 were introduced with the
aim to improve the solubility. Astonishingly, the half-maximal
cleavage time was reduced to 32 min. In addition, we found,
perhaps surprisingly, that the three aspartate residues also
stabilized the hairpin (TM = 50 8C). The underlying cause for
this effect is currently unclear. Regardless of the mechanism,
the increased stability of the PNA stem apparently allowed
a better disruption of the excimer emission in the absence of
MMP-7 (F0(eHPB3) = 328 versus F0(eHPB1) = 408). We
reasoned that a further improvement in the quenching in
the closed state and, therefore in the signal-to-background
ratio (F/F0), should be feasible by fostering the pyrene-
anthraquinone contact within the hairpin. In eHPB4, the
pyrene and anthraquinone chromophores were paired against
abasic site PNA monomers (S). We presumed that the zipper-
like arrangement could eliminate options for an extrahelical
arrangement of anthraquinone. The efficiency of excimer
disruption can be assessed by means of the monomer/excimer
emission ratio. This ratio increased from 1.1 in eHPB2 to 2.8
in eHPB4 (Figure 3b). In fact, eHPB4 exhibited the lowest
background signals (Figure 3c). However, incubation with
MMP-7 led to a rapid increase in the excimer emission, which
amounted to F/F0 = 49. The half-maximal cleavage of the
probe by MMP-7 was obtained after 24 min (Figure 3,
Table 1).

We next assessed whether excimer-signaling hairpin
peptide beacons facilitate measurements in biological

media, where background is high due to autofluorescence.
Incubation of eHPB4 with MMP-7 in buffer provided a 49-
fold increase in the steady-state excimer emission. The cell
medium (Dulbecco�s cell growth medium with 10% fetal calf
serum and 1% antibiotics; DMEM*) showed strong auto-
fluorescence between 360 and 500 nm, which increased the
background at the wavelength (480 nm) used for measuring
the excimer emission (Figure 4a). As a result, the enhance-

ment in the signal upon cleavage by MMP-7 was decreased
from 49-fold in HEPES buffer to 5-fold in DMEM*. The set
of experiments was repeated, but this time the cleavage of
eHPB4 was monitored by means of time-resolved fluorom-
etry (Figure 4 b,c). The fluorescence signal of the HEPES
buffer and the cell medium rapidly decayed within � 6 ns.
After this time, uncleaved eHPB4 still provided notable
fluorescence signals. Importantly, the fluorescence decay was
significantly slower when the probe eHPB4 was incubated
with MMP-7 (Figure 4d). Integration of the fluorescence
decay curve in the 50–250 ns time interval demonstrated that
eHPB4 signaled proteolysis in cell medium with a signal-to-

Figure 3. a) Time courses of the fluorescence signal at l = 480 nm of
eHPB2-4 incubated at 37 8C with MMP-7. b) Fluorescence spectra of
eHPB2–4 normalized to maximal monomer emission at l =380 or
400 nm. c) Improvement of the eHPBs. Conditions: 10 mm HEPES,
150 mm NaCl, 5 mm CaCl2, 0.05 w/v % CHAPS, pH 7.4; 1 mm probe,
25 nm MMP-7, 25 8C, lex =340 nm.

Figure 4. a) Steady-state measurement of eHPB4 in buffer and cell
medium with excitation at l = 340 nm. Emission decay traces of
eHPB4 at l = 480 nm in b) buffer and c) cell medium with excitation at
l = 280 nm. d) Lifetime of eHPB4 and signal increase over 50–250 ns
in buffer and cell medium. Conditions: 10 mm HEPES, 150 mm NaCl,
5 mm CaCl2, 0.05 w/v % CHAPS, pH 7.4; 1 mm probe, 25 nm MMP-7,
cell medium= DMEM*, Dulbecco’s cell growth medium with 10 %
fetal calf serum and 1% streptomycin/penicillin.
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background of 17 (Figure 4d). In comparison, only a 5-fold
signal increase was obtained by steady-state fluorometry
(Figure 4a).

We evaluated the potential of eHPB4 to detect MMP-7
directly in blood serum (Figure 5). A concentration of 1 nm
MMP-7 is regarded as a critical threshold, indicative of
metastatic colorectal cancer.[15] Hence, human serum was

spiked with 1 nm MMP-7 and incubated with 1 mm eHPB4 for
24 h at 37 8C. To hamper cleavage by nontargets, the protease
inhibitor Pefabloc SC was added. The read-out from time-
resolved fluorometry revealed that the presence of MMP-7
induced a 4-fold increase in the integral emission intensity
(50–200 ns). This finding suggests that protease probes based
on excimer-signaling hairpin peptide beacons enable a direct
read-out of protease activity in optically dense matrices such
as blood serum.

In summary, we presented a novel design for protease
probes that enables long-lived excimer emission after scission
has occurred. The precise positioning of an anthraquinone
chromophore within excimer-signaling hairpin peptide bea-
cons (eHPBs) is the prerequisite for efficient perturbation of
the excitonic interaction between two adjacently aligned
pyrene chromophores. Target-induced cleavage led to an
approximately 50-fold enhancement in the pyrene excimer
emission as a result of disruption of the hairpin structure. The
long lifetime of the excimer emission is noteworthy, which
enabled the detection of the biomarker matrix metallopro-
teinase 7 (MMP-7) within an optically dense, autofluorescent
matrix (blood serum) at a physiologically relevant concen-
tration, despite a short excitation wavelength. The probe
design can be adapted for other protein targets simply by
altering the peptide sequence within the loop segment of the
eHPBs. Furthermore, the eHPBs should not be restricted to
the use of pyrene dyes, but rather may be expanded to other
intercalating dyes. Based on this and the opportunities
provided by wash-free assays in biological environments, we

expect that excimer-signaling hairpin peptide beacons will
prove useful as fluorogenic tools in protease research.

Received: July 5, 2014
Published online: September 12, 2014

.Keywords: excimers · fluorescent probes ·
peptide nucleic acids · proteases · time-resolved fluorescence

[1] a) J. Zhang, R. E. Campbell, A. Y. Ting, R. Y. Tsien, Nat. Rev.
Mol. Cell Biol. 2002, 3, 906 – 918; b) L. D. Lavis, R. T. Raines,
ACS Chem. Biol. 2008, 3, 142 – 155; c) H. Kobayashi, M. Ogawa,
R. Alford, P. L. Choyke, Y. Urano, Chem. Rev. 2009, 109, 2620 –
2640.

[2] a) A. P. Demchenko, Anal. Biochem. 2005, 343, 1 – 22; b) S. M.
Borisov, O. S. Wolfbeis, Chem. Rev. 2008, 108, 423 – 461; c) K.
Rurack, U. Resch-Genger, Chem. Soc. Rev. 2002, 31, 116 – 127.

[3] a) Z. Xu, N. J. Singh, J. Lim, J. Pan, H. N. Kim, S. Park, K. S. Kim,
J. Yoon, J. Am. Chem. Soc. 2009, 131, 15528 – 15533; b) C. J.
Yang, S. Jockusch, M. Vicens, N. J. Turro, W. Tan, Proc. Natl.
Acad. Sci. USA 2005, 102, 17278 – 17283; c) J. Huang, Y. Wu, Y.
Chen, Z. Zhu, X. Yang, C. J. Yang, K. Wang, W. Tan, Angew.
Chem. Int. Ed. 2011, 50, 401 – 404; Angew. Chem. 2011, 123, 421 –
424.

[4] a) A. A. Mart�, X. Li, S. Jockusch, Z. Li, B. Raveendra, S.
Kalachikov, J. J. Russo, I. Morozova, S. V. Puthanveettil, J. Ju,
N. J. Turro, Nucleic Acids Res. 2006, 34, 3161 – 3168; b) K.
Yamana, Y. Fukunaga, Y. Ohtani, S. Sato, M. Nakamura, W. J.
Kim, T. Akaike, A. Maruyama, Chem. Commun. 2005, 2509 –
2511; c) M. Masuko, H. Ohtani, K. Ebata, A. Shimadzu, Nucleic
Acids Res. 1998, 26, 5409 – 5416; d) P. L. Paris, J. M. Langenhan,
E. T. Kool, Nucleic Acids Res. 1998, 26, 3789 – 3793; e) P. Conlon,
C. J. Yang, Y. Wu, Y. Chen, K. Martinez, Y. Kim, N. Stevens,
A. A. Marti, S. Jockusch, N. J. Turro, W. Tan, J. Am. Chem. Soc.
2008, 130, 336 – 342.

[5] a) P. Somerharju, Chem. Phys. Lipids 2002, 116, 57 – 74; b) H.-J.
Galla, E. Sackmann, Biochim. Biophys. Acta Biomembr. 1974,
339, 103 – 115.

[6] a) G. Bains, A. B. Patel, V. Narayanaswami, Molecules 2011, 16,
7909 – 7935; b) S. S. Lehrer, Methods Enzymol. 1997, 278, 286 –
295; c) K. Yamana, Y. Ohtani, H. Nakano, I. Saito, Bioorg. Med.
Chem. Lett. 2003, 13, 3429 – 3431.

[7] a) B. Turk, Nat. Rev. Drug Discovery 2006, 5, 785 – 799; b) M.
Funovics, R. Weissleder, C.-H. Tung, Anal. Bioanal. Chem. 2003,
377, 956 – 963; c) J. Neefjes, N. P. Dantuma, Nat. Rev. Drug
Discovery 2004, 3, 58 – 69.

[8] a) S. Thurley, L. Rçglin, O. Seitz, J. Am. Chem. Soc. 2007, 129,
12693 – 12695; b) K. J. Oh, K. J. Cash, A. A. Lubina, K. W.
Plaxco, Chem. Commun. 2007, 4869 – 4871.

[9] a) Y. Hara, T. Fujii, H. Kashida, K. Sekiguchi, X. G. Liang, K.
Niwa, T. Takase, Y. Yoshida, H. Asanuma, Angew. Chem. Int.
Ed. 2010, 49, 5502 – 5506; Angew. Chem. 2010, 122, 5634 – 5638;
b) H. Kashida, T. Takatsu, T. Fujii, K. Sekiguchi, X. Liang, K.
Niwa, T. Takase, Y. Yoshida, H. Asanuma, Angew. Chem. Int.
Ed. 2009, 48, 7044 – 7047; Angew. Chem. 2009, 121, 7178 – 7181;
c) R. H�ner, S. M. Biner, S. M. Langenegger, T. Meng, V. L.
Malinovskii, Angew. Chem. Int. Ed. 2010, 49, 1227 – 1230;
Angew. Chem. 2010, 122, 1249 – 1252.

[10] B. Armitage, D. Ly, T. Koch, H. Frydenlund, H. Orum, G. B.
Schuster, Biochemistry 1998, 37, 9417 – 9425.

[11] K. F. MacKinnon, D. F. Qualley, S. A. Woski, Tetrahedron Lett.
2007, 48, 8074 – 8077.

[12] a) N. Borkakoti, Prog. Biophys. Mol. Biol. 1998, 70, 73 – 94;
b) M. D. Sternlicht, Z. Werb, Annu. Rev. Cell Dev. Biol. 2001, 17,

Figure 5. Emission decay traces of eHPB4 in human serum at
l = 480 nm with (black) and without (gray) 1 nm MMP-7; inset: means
of integrated counts of three measurements with standard deviation.
Conditions: addition of 10 mm Pefabloc SC, 1:10 diluted with 10 mm

HEPES, 150 mm NaCl, 5 mm CaCl2, 0.05 w/v% CHAPS, pH 7.4; 1 mm

probe, lex = 280 nm.

.Angewandte
Communications

11958 www.angewandte.org � 2014 Wiley-VCH Verlag GmbH & Co. KGaA, Weinheim Angew. Chem. Int. Ed. 2014, 53, 11955 –11959

http://dx.doi.org/10.1038/nrm976
http://dx.doi.org/10.1038/nrm976
http://dx.doi.org/10.1021/cb700248m
http://dx.doi.org/10.1016/j.ab.2004.11.041
http://dx.doi.org/10.1021/cr068105t
http://dx.doi.org/10.1039/b100604p
http://dx.doi.org/10.1021/ja906855a
http://dx.doi.org/10.1073/pnas.0508821102
http://dx.doi.org/10.1073/pnas.0508821102
http://dx.doi.org/10.1002/anie.201005375
http://dx.doi.org/10.1002/anie.201005375
http://dx.doi.org/10.1002/ange.201005375
http://dx.doi.org/10.1002/ange.201005375
http://dx.doi.org/10.1039/b502033f
http://dx.doi.org/10.1039/b502033f
http://dx.doi.org/10.1093/nar/26.23.5409
http://dx.doi.org/10.1093/nar/26.23.5409
http://dx.doi.org/10.1093/nar/26.16.3789
http://dx.doi.org/10.1021/ja076411y
http://dx.doi.org/10.1021/ja076411y
http://dx.doi.org/10.1016/S0009-3084(02)00020-8
http://dx.doi.org/10.1016/0005-2736(74)90336-8
http://dx.doi.org/10.1016/0005-2736(74)90336-8
http://dx.doi.org/10.3390/molecules16097909
http://dx.doi.org/10.3390/molecules16097909
http://dx.doi.org/10.1016/S0076-6879(97)78015-7
http://dx.doi.org/10.1016/S0076-6879(97)78015-7
http://dx.doi.org/10.1016/S0960-894X(03)00799-6
http://dx.doi.org/10.1016/S0960-894X(03)00799-6
http://dx.doi.org/10.1038/nrd2092
http://dx.doi.org/10.1007/s00216-003-2199-0
http://dx.doi.org/10.1007/s00216-003-2199-0
http://dx.doi.org/10.1038/nrd1282
http://dx.doi.org/10.1038/nrd1282
http://dx.doi.org/10.1021/ja075487r
http://dx.doi.org/10.1021/ja075487r
http://dx.doi.org/10.1039/b709776j
http://dx.doi.org/10.1002/anie.201001459
http://dx.doi.org/10.1002/anie.201001459
http://dx.doi.org/10.1002/ange.201001459
http://dx.doi.org/10.1002/anie.200902367
http://dx.doi.org/10.1002/anie.200902367
http://dx.doi.org/10.1002/ange.200902367
http://dx.doi.org/10.1002/anie.200905829
http://dx.doi.org/10.1002/ange.200905829
http://dx.doi.org/10.1021/bi9729458
http://dx.doi.org/10.1016/j.tetlet.2007.09.019
http://dx.doi.org/10.1016/j.tetlet.2007.09.019
http://dx.doi.org/10.1016/S0079-6107(98)00003-0
http://dx.doi.org/10.1146/annurev.cellbio.17.1.463
http://www.angewandte.org


463 – 516; c) T. Klein, R. Bischoff, Amino Acids 2011, 41, 271 –
290.

[13] a) L. E. Littlepage, M. D. Sternlicht, N. Rougier, J. Phillips, E.
Gallo, Y. Yu, K. Williams, A. Brenot, J. I. Gordon, Z. Werb,
Cancer Res. 2010, 70, 2224 – 2234; b) M. Egeblad, Z. Werb, Nat.
Rev. Cancer 2002, 2, 161 – 174; c) T. A. Giambernardi, G. M.
Grant, G. P. Taylor, R. J. Hay, V. M. Maher, J. J. Mccormick, R. J.
Klebe, Matrix Biol. 1998, 16, 483 – 496; d) M. Pacheco, M.
Mourao, E. Mantovani, I. Nishimoto, M. Mitzi Brentani, Clin.
Exp. Metastasis 1998, 16, 577 – 585; e) E. L. Rosenthal, L. M.
Matrisian, Head Neck 2006, 28, 639 – 648; f) T. Rath, M.
Roderfeld, J. r. Graf, S. Wagner, A.-K. Vehr, C. Dietrich, A.
Geier, E. Roeb, Inflamm. Bowel Dis. 2006, 12, 1025 – 1035; g) T.
Masaki, H. Matsuoka, M. Sugiyama, N. Abe, A. Goto, A.
Sakamoto, Y. Atomi, Br. J. Cancer 2001, 84, 1317 – 1321; h) E.

Roeb, M. Arndt, B. Jansen, V. Schumpelick, S. Matern, Int. J.
Colorectal Dis. 2004, 19, 518 – 524.

[14] a) J. O. McIntyre, B. Fingleton, K. S. Wells, D. W. Piston, C. C.
Lynch, S. Gautam, L. M. Matrisian, Biochem. J. 2004, 377, 617 –
628; b) A. R. Welch, C. M. Holman, M. F. Browner, M. R.
Gehring, C.-C. Kan, H. E. Van Wart, Arch. Biochem. Biophys.
1995, 324, 59 – 64; c) Y.-P. Kim, Y.-H. Oh, E. Oh, S. Ko, M.-K.
Han, H.-S. Kim, Anal. Chem. 2008, 80, 4634 – 4641; d) G. Liu, J.
Wang, D. S. Wunschel, Y. Lin, J. Am. Chem. Soc. 2006, 128,
12382 – 12383.

[15] J. Maurel, C. Nadal, X. Garcia-Albeniz, R. Gallego, E.
Carcereny, V. Almendro, M. M�rmol, E. Gallardo, J.
Maria Aug�, R. Longar�n, A. Mart�nez-Fernandez, R. Molina,
A. Castells, P. Gasc�n, Int. J. Cancer 2007, 121, 1066 – 1071.

Angewandte
Chemie

11959Angew. Chem. Int. Ed. 2014, 53, 11955 –11959 � 2014 Wiley-VCH Verlag GmbH & Co. KGaA, Weinheim www.angewandte.org

http://dx.doi.org/10.1146/annurev.cellbio.17.1.463
http://dx.doi.org/10.1007/s00726-010-0689-x
http://dx.doi.org/10.1007/s00726-010-0689-x
http://dx.doi.org/10.1158/0008-5472.CAN-09-3515
http://dx.doi.org/10.1038/nrc745
http://dx.doi.org/10.1038/nrc745
http://dx.doi.org/10.1016/S0945-053X(98)90019-1
http://dx.doi.org/10.1002/hed.20365
http://dx.doi.org/10.1097/01.mib.0000234133.97594.04
http://dx.doi.org/10.1054/bjoc.2001.1790
http://dx.doi.org/10.1007/s00384-004-0592-6
http://dx.doi.org/10.1007/s00384-004-0592-6
http://dx.doi.org/10.1006/abbi.1995.9929
http://dx.doi.org/10.1006/abbi.1995.9929
http://dx.doi.org/10.1021/ac702416e
http://dx.doi.org/10.1021/ja0626638
http://dx.doi.org/10.1021/ja0626638
http://dx.doi.org/10.1002/ijc.22799
http://www.angewandte.org

